Gene expression correlation of immune checkpoint molecules Siglec-15 and PD-L1 varies widely by cancer indication
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Background

Siglec-15 is a novel target for immunotherapy in cancer and exhibits low mRNA expression in ...

Siglec-15 and PD-L1 are co-expressed in primary bulk tumors from TCGA
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Expression of Siglec-15 mRNA in primary bulk tumors and matched normal tissue. RNA seq data from primary bulk
human tumor and matched normal tissue samples from the TCGA database are plotted as transcripts per million (TPM).
Siglec-15 is overexpressed in multiple tumor types (shown in pink) compared to normal tissue expression (shown in blue).

Single cell analysis on the BioTuring Talk2Data platform. Gene expression of Siglec-15 and PD-L1 (CD274) are shown
from 4 independent studies. Each figure depicts the number of cells from dissociated tumors with the following mRNA
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Siglec-15 (y-axis) expression quantiles.
Expression values of Siglec-15 and PD-L1 genes were binned separately into percentiles across all indications and samples
in increments of 10%. Size of the bubble indicates the proportion of OncoLand samples within each group and color intensity
represents the number of samples. Analyses from additional studies in primary bulk tumor samples confirmed co-expression
of Siglec-15 and PD-L1 mRNA in NSCLC and head and neck cancer.
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Expression of Siglec-15 and PD-L1 mRNA in primary bulk tumor samples from the TCGA database. RNA seq data for
Siglec-15 (SIGLEC15, shown in pink) and PD-L1 (CD274, shown in blue) genes from tumor samples are plotted as TPM.
Individual mMRNA expression levels of Siglec-15 and PD-L1 in bulk tumor samples varied substantially within indications.
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